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2026.4 Determining structure of 
Kinesin CENP-E-inhibitor complex

2027.4 Development of candidates 
for novel anticancer drugs

・Determining the structure of CENP-E
・Developing anticancer drugs

Inhibitors of ｋinesin CENP-E, which are required for the division of cancer cells,
are promising anticancer drug candidates with minimal side-effects, due to
explicitly targeting kinesin motor proteins. The purpose of this study is to develop
novel anticancer drugs by determining the structure of CENP-E complex with its
inhibitor.

We determined the crystal structure of CENP-E complex with its non-hydrolysable
ATP analog. And we compared the structure with that of CENP-E complex with
ADP (hydrolyzed ATP). Further we aim to determine the structure of CENP-E
complex with its inhibitor, and then we can get structural basis to develop novel
anticancer drugs.

・Determining structures of CENP-E
complex with its inhibitors
・Developing novel anticancer drugs

・Practical application based on 
our research 
・ Creating a new model case for 
structural-based drug discovery 
through joint research

・ Elucidating structural basis to
develop novel drugs
・Developing anticancer drugs with
fewer side-effects

・Structure of CENP-E complex with
its inhibitor was not determined.
・It is necessary to determine the
structure.
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Structure of CENP-E (A) Front view (B) Back view (C) ATP-analogue AMPPNP-bound 
structure and electron density map (cyan) (D) Interaction of AMPPNP with CENP-E
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